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MAS

Genomic prediction

RFLP kinship in maize
Crop Science
1994

gBLUP

R. Bernardo

Prediction of total genetic value using 
genome wide dense marker maps
Genetics, 2001

Ridge Regression, Bayes 
A, B, Cpi, …

Efficient kinship
J. Dairy Science
2008

Pedigree & Marker kinship
single step
GES, 2011

Use of Marker Based 
Relationships with 
MTDFREML
J. Animal Sci., 2007

P. VanRaden

I. Misztal
T. Meuwissen B. Hayes M. Goddard

D. Van Vleck
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•Multiple alleles
•Additive and dominant effects
•Multiple environments/traits
•Models (e.g., different number of PCs)
•Rice example

BLINK Adaptation to Complex Data



Multiple Alleles

Cutoff=1%/6m



Additive and Dominant Effects
Additive Dominant

Cutoff=1%/2m



Multiple Locations/Years/Traits
Year1 Year2



Multiple Models
Model 1: y=SNP+PC1+PC2+PC3+e
Model 2: y=SNP+PC1 +PC2+PC3 +PC4+PC5+e

Model 1

Model 2

G1 G2



Jiabo WangLanzhi Li



Effects

Additive Dominant
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Three dimensions of data



Source Path Additive Dominance
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Statistical model



Source Path Additive Dominance
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World class scenery, Research & Education

Thank you for your attention!


