v MJF S S L o .LC"'"
L« c‘/.‘-wv "
vuec.t.e—uve_l.ccvvvc vescectt : ;

i 3 '—-4_- “- =
N en‘w Lying, 'mﬁﬁl '
2/ ALY S ’uemmsl

GA]P’ 1

e S

REEE v
et .
Vead

w. ~o
\\\\ mo}wcula"

Wb W




l ;.‘:v'b l‘ ¢ 0 4 , ‘
g:u...,.,‘]ologll ar ly 7i‘cal

(&V c - "—

éhaﬂe ges jgh
"§~L \{tatlstlcs é&atlggcal

Iea\l‘\\hg machine Iearmﬁ}g
and a$t|f|chal In elllgefs

\f "“Q \‘ s g o

e VRA 3 22 L Py -
s ) ! 20 "-lA.echv.nencgevchL k
ety LL

R v

K



Both

Zhiws. Zhang Laboratery

Home People Publication Research  Teaching Software = Outreach  Jobs

Al4

GAPIT
XXX

GAPIT

&

Phenomics

MAP s

mMAP MTDFREML GbyE

|
|
|
|
|
|
|
|
|
|
o IO | [

Everyone

AI4EVER

Rooster

Audio\
EDU

Audio4EDU

Artificial Intelligence



1

-




1x1x512

Non-Disease . .




ol r
AN OIIEVETVONE

A\

Hidden Layer

Convolutional Neural Network 8

- '
; |
. 7

Everyone



“‘.—-‘
-?"

»i

»

- ST LF LY et
'ﬂﬂ?&,Ju‘Q:Q
' .-.‘ I

ansfi

- ‘\v “.
‘"\ ' 1‘._'

- -.tou‘:,u‘{

-

L o~
L DA

L T, et

r:l--‘

.

=L ™
S
-

ﬁﬁ%%h;:<L
AL T -

J

/ "‘."O LR

&
0,)
v

v Segment
v Count
v’ Measure

GridFree: a python package of imageanalysis for

interactive grain counting and measuring
Yang Hu, Zhiwu Zhang = Author Notes

Plant Physiology, Volume 186, Issue 4, August 2021, Pages 2239-2252,
https://doi.org/10.1093/plphys/kiab226
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